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• Permanent archiving/increased visibility & value/data sharing

• Publishing your results

• Digging into published data sets

• Exploring what’s already available (new discoveries; support findings)

Why GEO?
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Holdings summary

• 107,000 studies (~350 studies/week)

• 2,800,000 samples (~10,000 samples/week)

• 4,400 organisms

• >55,000 primary data citations

• >7,000 third-party usage citations

• >36,000 unique submitters
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Submission 
factsheet!
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Submission via metadata spreadsheet & data files
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Submission via metadata spreadsheet & data files
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Thank you.
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Time Topic

12:50 – 1:10 Submission of Genomes to GenBank 
Karen Clark

1:10 – 1:30 GEO Submissions and Usage
Steve Wilhite

1:30 – 1:55 From Annotation to Visualization: Exploring Genes and Genomes with NCBI Tools
Eric Cox

1:55 – 2:15 Programmatic Access to Genomic Data: E-Utilities and FTP
Vamsi K. Kodali

2:15 – 2:35 NCBI Resources for Phyletically-Defined Next Generation Analysis in and out of the Cloud (a.k.a. 
Cool New Stuff!)
Ben Busby

2:35 – 3:00 Q & A session


